Journal articles citing use of

MicroCal™ iTCz00 and/or MicroCal™ Auto-iTC2o0
Access articles via PubMed, Science Direct, or the journal web site

14-3-3-Zeta Escorts CCT-Alpha for Calcium-activated Nuclear Import in Lung Epithelia
Agassandian, M., Chen, B. B., Schuster, C. C., Houtman, J. C. D., and Mallampalli, RK.
FASEB J. 14, 1271-1283 (2010)

A Calorimetric Assay for Enzymatic Saccharification of Biomass
Murphy, L., Borch, K., McFarland, K.C., Bohlin, C., and Westh, P.
Enzyme Microb. Technol. 46, 141-146 (2010)

A Double Tyrosine Motif in the Cardiac Sodium Channel Domain I1I-IV Linker Couples Calcium Dependent Calmodulin
Binding to Inactivation Gating

Sarhan, M. F., Van Petegem, F., and Ahern, C. A.

J. Biol. Chem. 284, 33265-33674 (2009)

A Molecular Insight into Complement Evasion by the Staphylococcal Complement Inhibitor Protein Family

Ricklin, D., Tzekou, A., Garcia, B. L., Hammel, M., McWhorter, W. J., Sfyroera, G., Wu, Y. Q., Holers, V. M., Herbert, A. P., Barlow,
P. N., Geisbrecht, B. V., and Lambris, J. D.

J.Immunol. 183, 2565-2574 (2009)

A Novel Class of Small Molecule Inhibitors of Hsp90
Yi, F., and Regan, L.
ACS Chem. Biol. 3, 645-654 (2008)

A TNF-like Trimeric Lectin Domain from Burkholderia cenocepacia with Specificity for Fucosylated Human Histo-
Blood Group Antigens

Suldk, 0., Cioci, G., Delia, M., Lahmann, M., Varrot, A., Imberty, A., and Wimmerovd, M.

Structure 18, 59-72 (2010)

A Universal Method for Fishing Target Proteins from Mixtures of Biomolecules using Isothermal Titration Calorimetry
Zhou, X., Sun, Q., Kini, R. M., and Sivaraman J.
Protein Sci. 17, 1798-1804 (2008)

Abrogating Munc18-1 SNARE Complex Interaction has Limited Impact on Exocytosis in PC12 Cells

Malintan, N. T., Nguyen, T. H,, Han, L,, Latham, C. F., Osborne, S. L., Wen, P. J., Joo, L. S, Sugita, S., Collins, B. M., and Meunier,
F. A

J. Biol. Chem. 284, 21637-21646 (2009)

Acetylation Regulates Cyclophilin A catalysis, Immunosuppression and HIV Isomerization
Lammers, M., Neumann, H., Chin, J. W., and James, L. C.
Nature Chem. Biol. 6, 331-337 (2010)

Active Site Remodeling Switches HIV Specificity of Antiretroviral TRIMCyp
Price, A. J., Marzetta, F., Lammers, M., Ylinen, L. M., Schaller, T., Wilson, S.J., Towers, G.J., and James, L. C.
Nat. Struct. Mol. Biol. 16, 1036-1042 (2009)

Allosteric Remodelling of the Histone H3 Binding Pocket in the Pygo2 PHD Finger Triggered by Its Binding to the
BIL/BCL9 Co-Factor

Miller, T. C. R., Rutherford, T. J., Johnson, C. M, Fiedler, M., and Bienz, M.

J. Mol. Biol. E-pub July 14, 2010 (2010)
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Analysis of the Escherichia coli Glucosamine-6-Phosphate Synthase Activity by Isothermal Titration Calorimetry and
Differential Scanning Calorimetry

Valerio-Lepiniec, M., Aumont-Nicaise, M., Roux, C., Raynal, B., England, P., Bade, B., Badet-Denisot, M. A., and Desmadril, M.
Arch. Biochem. Biophys. 498, 95-104 (2010)

AnhE, a metallochaperone involved in the maturation of a cobalt-dependent nitrile hydratase
Okamoto, S., Van Petegem, F., Patrauchan, M. A,, and Eltis, L. D.
J. Biol. Chem. E-pub June 29, 2010 (2010)

Apogossypol Derivatives as Antagonists of Antiapoptotic Bcl-2 Family Proteins.

Wei, J., Kitada, S., Rega, M. F.,, Emdadi, A., Yuan, H., Cellitti, J., Stebbins, J. L., Zhai, D., Sun, J., Yang, L., Dahl, R., Zhang, Z., Wu,
B., Wang, S., Reed, T. A, Wang, H, G., Lawrence, N., Sebti, S., Reed, J. C., and Pellecchia, M.

Mol. Cancer Ther. 8, 904-913 (2009)

ATP Binding Equilibria of the Na+,K+*-ATPase
Pilotelle-Bunner, A., Matthews, J. M., Cornelius, F., Apell, H. J., Sebban, P., and Clarke, R. J,,
Biochemistry 47, 13103-13114 (2008)

Autocatalytic Processing of Clostridium difficile Toxin B, Binding of Inositol Hexakisphosphate
Egerer, M., Giesemann, T., Herrmann, C., and Aktories, K.
J. Biol. Chem. 284, 3389-3395 (2009)

Bacterial Actin MreB Assembles in Complex with Cell Shape Protein RodZ
van den Ent, F., Johnson, C. M., Persons, L., de Boer P., and Léwe, L.

EMBO J. 29, 1081-1090 (2010)

(Auto-iTCz00)

Biochemical properties of the human guanylate binding protein 5 and a tumor-specific truncated splice variant
Wehner, M., and Herrmann, C.

FEBS J. 277, 1597-1605 (2010)

(Auto-iTC200)

Ca?+ Regulation in the Na+/Ca2+ Exchanger Features a Dual Electrostatic Switch Mechanism
Hilge, M., Aelen, J., Foarce, A., Perrakis A., and Vuistera, G. W.
Proc. Nat. Acad. Sci. 106, 14333-14338 (2009)

Characterization of Inhibitory Anti-insulin-like Growth Factor Receptor Antibodies with Different Epitope Specificity
and Ligand-blocking Properties; Implications for Mechanism of Action in Vivo

Doern, A., Cao, X, Sereno, A., Reyes, C. L., Altshuler, A., Huang, F., Hession, C., Flavier, A, Favis, M., Tran, H., Ailor, E.,
Levesque, M., Murphy, T., Berquist, L., Tamraz, S., Snipas, T., Garber, E., Shestowsky, W. S., Rennard, R., Graff, C. P, Wu, X,
Snyder, W,, Cole, L, Gregson, D., Shields, M., Ho, S., N., Reff, M. E., Glaser, S. M., Dong, J., Demarest, S. J., and Hariharan, K.
J. Biol. Chem. 284, 10254-10267 (2009)

Common Crowding Agents Have Only a Small Effect on Protein-Protein Interactions
Phillip, Y., Sherman, E., Haran G., and Schreiber, G.
Biophys. J. 97, 875-885 (2009)

Control of AmtB-GInK Complex Formation by Intracellular Levels of ATP, ADP and 2-Oxoglutarate
Radchenko, M. V., Thornton, J., and Merrick, M.
J. Biol. Chem., E-pub July 18, 2010 (2010)

Crystal Structure and Substrate Specificity of Plant Adenylate Isopentenyltransferase from Humulus lupulus:
Distinctive Binding Affinity for Purine and Pyrimidine Nucleotides

Chu, H. M., Ko, T.P., and Wang, A. H. J.

Nuc. Acids Res. 38, 1738-1748 (2010)
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Crystal Structure of Arginase from Plasmodium falciparum and Implications for I-Arginine Depletion in Malarial
Infection

Dowling, D. P, llies, M., Olszewski, K. L., Portugal, S., Mota, M. M., Llinas, M., and Christianson, D., W.

Biochemistry 49, 5600-5608 (2010)

Crystal Structure of Dinitrogenase Reductase-activating Glycohydrolase (DRAG) Reveals Conservation in the ADP-
Ribosylhydrolase Fold and Specific Features in the ADP-Ribose-binding Pocket

Li, X. D., Huergo, L. F., Gaspering, A., Pedrosa, F. O., Merrick, M., and Winkler, F. K.

J. Mol. Biol. 390, 737-746 (2009)

Crystal Structure of Human RNA Helicase A (DHX9): Structural Basis for Unselective Nucleotide Base Binding in a
DEAD-Box Variant Protein

Schitz, P., Wahlberg, E., Karlberg, T., Hammarstréom, M., Collins, R., Flores, A., and Schdler, H.

J. Mol. Biol. 400, 768-782 (2010)

Crystal Structures of the TRAF2: clAP2 and the TRAF1: TRAF2: clAP2 Complexes: Affinity, Specificity, and Regulation
Zheng, C., Kabaleeswaran, V., Wang, Y., Cheng, G., and Wu, V.
Mol. Cell 38, 101-113 (2010)

Deciphering the Kinetic Binding Mechanism of Dimeric Ligands, Using a Potent Plasma-stable Dimeric Inhibitor of
Postsynaptic Density Protein-95 as an Example

Chi, C.N., Bach, A, Gottschalk, M., Kristensen, A.S., Stromgaard, K., and Jemth, P.

J. Biol. Chem. E-pub June 24 2010 (2010)

Displacement of Disordered Water Molecules from Hydrophobic Pocket Creates Enthalpic Signature: Binding of
Phosphonamidate to the S1'-pocket of Thermolysin

Englert, L., Biela, A., Zayed, M., Heine, A., Hangauer, D., and Klebe, G.

Biochim. Biophys. Acta E-pub July 1, 2010 (2010)

Dissection of HIV Vif Interaction with the Human E3 Ubiquitin Ligase
Wolfe, L., S., Stanley, B., J,, Liu, C,, Eliason, W. K., and Xiong, E.
J. Virol. 84, 7135-7139 (2010)

Disulfide Bond Substitution by Directed Evolution in an Engineered Binding Protein

Drevelle, A. Urvoas, A., Hamida-Rebai, M. B., Van Vooren, G., Nicaise, M., Valerio-Lepiniec, M., Desmadril, M., Robert, C. H.,
and Minard, P.

ChemBioChem 10, 1349-1359 (2009)

DNA Recognition and Wrapping by Escherichia coli RcnR
Iwig, J. S., and Chivers, P. T.
J. Mol. Biol. 393, 514-526 (2009)

Dynamic Activation of an Allosteric Regulatory Protein
Tzeng, S. R., and Kalodimos, C. G.
Nature 462, 368-372 (2009)

Engineering Prolonged-acting Prodrugs Employing an Albumin-binding Probe that Undergoes Slow hydrolysis at
Physiological Conditions

Sasson, K., Marcus, M., Lev-Goldman, V., Rubinraut, S., Fridkin, M., and Shechter, V.

J. Controlled Rel. 142, 214-220 (2010)

Fragment-screening by X-ray Crystallography, Mass Spectrometry and Isothermal Titration Calorimetry to Identify
PNMT Inhibitors

Drinkwater, N., Vu, H., Lovell, K. M., Criscione, K. R,, Collins, B., Prisinzano, E. E., Poulsen, S. A, McLeish, M. J.,, Grunewald, G. L.,
and Martin, J. L.

Biochem. J. E-pub July 20, 2010 (2010)
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Haematopoietic Malignancies Caused by Dysregulation of a Chromatin-binding PHD Finger
Wang, G. G., Song, J., Wang, Z,, Dormann, H. L., Casadio, F., Li, H., Luo, J. L, Patel, D. J.,, and Allis, C. D.
Nature 459, 847-851 (2009)

Hepatic Phenotype of Liver Fatty Acid Binding Protein (L-FABP) Gene Ablated Mice
Martin, G. G, Atshaves, B. P, Huang, H., Mcintosh, A. L., Williams, B. J., Pai, P. J., Russell, D. H., Kier, A. B., and Schroeder, F.
Am. J. Physiol. Gastrointest. Liver Physiol. 297, G1053-G1065 (2009)

Heterodimerization of the Human RNase P/MRP Subunits Rpp20 and Rpp25 is a Prerequisite for Interaction with the
P3 Arm of RNase MRP RNA

Hands-Taylor, K. L. D., Martino, L., Tata, R., Babon, J. J., Bui, T. T., Drake, A. F., Beavil, R. L., Pruijn, G. J. M., Brown, P. R,, and
Conte, M. R.

Nuc. Acids Res. 38, 4052-4066 (2010)

Heterogeneity and Dynamics of Ligand Recognition Mode in Purine-Sensing Riboswitches
Jain, N,, Zhao, L., Liu, J. D., and Xia, T.
Biochemistry 49, 3703-3714 (2010)

High-affinity Binding of Phosphatidylinositol 4-phosphate by Legionella pneumophila DrrA
Schoebel, S., Blankenfeldt, W., Goody R. S., and Itzen, A.
EMBO Reports, 11, 598-604 (2010)

HIV-1 Peptide Vaccine Candidates: Selecting Constrained V3 Peptides with Highest Affinity to Antibody 447-52D
Mester, B., Manor, R., Mor, A, Arshava, B., Rosen, O., Ding, F. X., Naider, F., and Anglister, J.
Biochemistry 48, 7867-7877 (2009)

Identification and Characterization of the First Small Molecule Inhibitor of MDMX

Reed, D., Shen, Y., Shelat, A. A, Arnold, L. A, Ferreira, A, M., Zhu, F., Mills, N., Smithson, D. C., Regni, C. A, Bashford, D., Cicero,
S. A, Schulman, B. A, Jochemsen, A. G., Guy, R. K., and Dyer, M. A.

J. Biol. Chem. 285, 10786-10796 (2010)

Idiosyncratically Tuned Switching Behavior of Riboswitch Aptamer Domains Revealed by Comparative Small-angle
X-ray Scattering Analysis

Baird, N. J.,, and Ferré-D'Amaré, A. R.

RNA 16, 598-609 (2010)

In vitro Characterization of Enzymes Involved in the Synthesis of Nonproteinogenic Residue (2S,3S)-
Methylphenylalanine in Glycopeptide Antibiotic Mannopeptimycin

Huang, VY. T, Lyu, S. Y., Chuang, P. H., Hsu, N. S, Li, Y. S., Chan, H. C., Huang, C. J,, Liu, Y. C, Wu, C. J., Yang, W. B., and Li, T. L.
ChemBioChem 10, 2480-2487 (2009)

Insights into Peroxisome Function from the Structure of PEX3 in Complex with a Soluble Fragment of PEX19
Schmidt, F., Treiber, N., Zocher, G., Bjelic, S., Steinmetz, M.O., Kalbacher, H., Stehle, T., and Dodt, G.
J. Biol. Chem. E-pub June 16 2010 (2010)

Inter-a-trypsin Inhibitor Promotes Bronchial Epithelial Repair after Injury through Vitronectin Binding
Adair, J. E,, Stober, V., Sobhany, M., Zhuo, L. Roberts, J. D., Negishi, M., Kimata, K., and Garantziotis, S.
J. Biol. Chem. 284, 16922-16930 (2009)

Investigation of the Enzymatic Activity of the Na+, K*-ATPase via Isothermal Titration Microcalorimetry
Noske, R., Cornelius, F., and Clarke, R. J.
Biochim. Biophys Acta 1797, 1540-1545 (2010)

Kinetically Trapped Metastable Intermediate of a Disulfide-deficient Mutant of the Starch-binding Domain of
Glucoamylase

Sugimoto, H., Nakaura, M., Nishimura, S., Karita, S., Miyake, H., and Tanaka, A.

Protein Sci. 18, 1715-23 (2009)
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Ligand Binding and Crystal Structures of the Substrate-binding Domain of the ABC Transporter OpuA
Wolters, J. C.,, Berntsson, R. P., Gul, N., Karasawa, A., Thunnissen, A. M., Slotboom, D. J., and Poolman, B.
PLoS One 5, 10361 (2010)

Low Micromolar Zinc Accelerates the Fibrillization of Human Tau via Bridging Cys291 and Cys322
Mo, 2.Y., Zhu,Y.Z, Zhu, H. L, Fan, J. B, Chen, J., and Liang, Y.
J. Biol. Chem. 284, 34648-34657 (2009)

Mapping the Interaction of Pro-Apoptotic tBID with Pro-Survival BCL-XL
Yao, Y., Bobkov, A. A, Plesniak, L. A, and Marassi, F. M.
Biochemistry 48, 8704-8711 (2009)

MDM4 Binds Ligands via a Mechanism in which Disordered Regions Become Structured
Sanchez, M. C,, Renshaw, J. G., Davies, G., Barlow, P. N., and Vogtherr, M.
FEBS Lett. 584, 3035-41 (2010)

Mechanism of the Anticoagulant Activity of the Thrombin Mutant W215A/E217A
Gandhi, P. S., Page, M. J.,, Chen, Z., Bush-Pelc, L. A,, and Di Ceraq, E.
J. Biol. Chem. 284, 24098-24105 (2009)

Microtubule and MAPs: Thermodynamics of Complex Formation by AUC, ITC, Fluorescence, and NMR
Devred, F., Barbier, P., Lafitte, L., Landrieu, L., Lippens, G., and Peyrot, V.
Meth. Cell. Biol. 95, 449-480,(2010)

Modulating the Substrate Specificity of LTA4H Aminopeptidase by Using Chemical Compounds and Small-Molecule-
Guided Mutagenesis

Jiang, X., Zhou, L., Wu, Y., Wei, D., Sun, C., Jia, J,, Liu, Y., and Lai, L.

ChemBioChem 11, 1120-1128 (2010)

Molecular Characterization of the Interaction of Staphylococcal MSCRAMMS CLFA and FBL with Fibrinogen
Geoghegan, J. A, Ganesh, V. K., Smeds, E., Liang, X., Hook, M., and Foster, T. J.
J. Biol. Chem. 285, 6208-6216 (2010)

Molecular Interaction of Flagellar Export Chaperone FliS and Cochaperone HP1076 in Helicobacter pylori
Lam, W. W., Woo, E. J., Kotaka, M., Tam, W. K., Leung, Y. C, Ling, T. K., and Au, S. W.
FASEB J., E-pub June 25 2010 (2010)

Moving towards High-Resolution Descriptions of the Molecular Interactions and Structural Rearrangements of the
Human Hepatitis B Core Protein

Freund, S. M. V., Johnson, C. M., Jaulent, A, M., and Ferguson, N.

J. Mol. Biol. 384, 1301-1313 (2008)

Mutant N143P Reveals How Na+ Activates Thrombin
Niu, W., Chen, Z., Bush-Pelc, L. A., Bah, A., Gandhi, P. S., and Di Cera, E.
J. Biol. Chem. 284, 36175-36185 (2009)

Naturally Occurring Variability in the Envelope Glycoprotein of HIV-1 and the Development of Cell Entry Inhibitors
Brower, E. T., Schon, A., and Freire, E.
Biochemistry 49, 2359-2367 (2010)

NEMO Oligomerization and its Ubiquitin-binding Properties
lvins, F. J., Montgomery, M. G., Smith, S. J. M., Morris-Davies, A. C., Taylor I. A., and Rittinger, K.
Biochem. J. 421, 243-251 (2009)

NMR Studies Reveal a Novel Mode for hFADD to Bind with the Unstructured hRTN3 which Initiates the ER-stress
Activated Apoptosis
Liu, J., Zhu, W.,, Qin, H., and Song, J.
Biochem. Biophys. Res. Comm. 383, 433-439 (2009)
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Nocardiopsins: New FKBP12-Binding Macrolide Polyketides from an Australian Marine-Derived Actinomycete,
Nocardiopsis sp.

Raju, R, Piggott, A. M., Conte, M., Tnimov, Z., Alexandrov, K., and Capon, R. J.

Chemistry 16, 3194-3200 (2010)

Nucleotide Binding States of Subunit A of the A-ATP Synthase and the Implication of P-Loop Switch in Evolution
Kumar, A., Manimekalai, M. S. S, Balakrishna, A. M., Jeyakanthan, J., and Griber, G.
J. Mol. Biol. 396, 301-320 (2010)

Nucleotide recognition by CopA, a Cu+-transporting P-type ATPase
Tsuda, T., and Toyoshima, C.
EMBO J. 28,1782 -1791 (2009)

On-Chip Fragment-Based Approach for Discovery of High-Affinity Bivalent Inhibitors
Miyazaki, I., Simizu, S., Ishida, K., and Osada, H.
ChemBioChem 10, 838-843 (2009)

Preparation and Characterization of Bacterial Protein Complexes for Structural Analysis
Matte, A., Kozlov, G., Trempe, J.F., Currie, M. A,, Burk, D., Jia, Z, Gehring, K., Ekiel, I., Berghuis A., M. and Cygler. M.
Adv. Prot. Chem. Struct. Biol. 76, 1-42 (2009)

Pro Isomerization in MLL1 PHD3-Bromo Cassette Connects H3K4me Readout to CyP33 and HDAC-Mediated
Repression

Wang, Z., Song, J., Milne, T. A, Wang, G. G., Li, H., Allis, C. D., and Patel, D. J.

Cell 141, 1183-1194(2010)

Properties and Catalytic Activities of New Easily-Made Amphiphilic Phosphanes for Aqueous Organometallic
Catalysis

Ferreira, M., Bricout, H., Azaroual, N., Gaillard, C., Landy, D., Tilloy, S., and Monflier, E.

Adv. Synth. Catal. 352, 1193-1203 (2010)

Quantitative Characterization of Heparin Binding to Tau Protein: Implication for Inducer-mediated Tau Filament
Formation

Zhu, H. L., Ferndndez, C,, Fan, J. B., Shewmaker, F., Chen, J., Minton, A. P., and Liang, Y.

J. Biol. Chem. 285, 3592-3599 (2010)

RabGDI Displacement by DrrA from Legionella Is a Consequence of Its Guanine Nucleotide Exchange Activity
Schoebel, S., Oesterlin, L. K., Blankenfeldt, W., Goody, R. S., and Itzen, A.
Mol. Cell 36, 1060-1072 (2009)

Rational Design of Envelope Identifies Broadly Neutralizing Human Monoclonal Antibodies to HIV-1

Wu, X, Yang, 2.Y., Li, Y., Hogerkorp, C. M., Schief, W. R., Seaman, M. S., Zhou, T., Schmidt, S. D., Wu, L., Xu, L., Longo, N. S.,
McKee, K., O'Dell, S., Louder, M. K., Wycuff, D. L., Feng, Y., Nason, M., Nicole Doria-Rose, N., Connors, M., Kwong, P. D.,
Roederer, M., Wyatt, R. T., Nabel, G. J., and Mascola, J. R.

Science E-pub July 8, 2010 (2010)

Recent Developments in Isothermal Titration Calorimetry Label Free Screening
Peters, W. B, Frasca, V., and Brown, R. K.
Comb. Chem. High Through. Screen. 12, 772-790 (2009)

Redesign of a Protein-peptide Interaction: Characterization and Applications
Jackrel, M. E., Valverde, R., and Regan, L.
Protein Sci. 18, 762-774 (2009)
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Rescue of Munc18-1 and -2 Double Knockdown Reveals the Essential Functions of Interaction between Munc18 and
Closed Syntaxin in PC12 Cells

Han, L, Jiang, T., Han, G. A, Malintan, N. T., Xie, L., Wang, L., Tse, F. W., Gaisano, H. Y., Collins, B. M., Meunier, F. A, and
Sugita, S.

Mol. Biol. Cell 20, 4962-4975 (2009)

Sceptrin, a Marine Natural Compound, Inhibits Cell Motility in a Variety of Cancer Cell Lines
Cipres, A, O'Malley, D. P., Li, K., Finlay, D., Baran P. S., and Vuori, K.
ACS Chem. Biol. 5, 195-202 (2010)

Selection and Characterization of a Human Neutralizing Antibody to Human Fibroblast Growth Factor-2
Tao, J., Xiang, J. J., Li, D., Deng, N., Wang, H., and Gong, Y. P.

Biochem. Biophys. Res. Comm. 394, 767-773 (2010)

(Auto-iTCz00)

Self-association of Calcium-binding Protein S100A4 and Metastasis

Ismail, T. M., Zhang, S., Fernig, D. G., Gross, S., Martin-Fernandez, M. L., See, V., Tozawa, K., Tynan, C. J., Wang, G.,
Wilkinson, M. C., Rudland, P. S., and Barraclough, R.

J. Biol. Chem. 285, 914-922 (2010)

Sorting of the Alzheimer's Disease Amyloid Precursor Protein Mediated by the AP-4 Complex
Burgos, P. V., Mardones, G. A, Rojas, A. L., daSilva, L. L. P., Prabhu, Y., Hurley, J. H., and Bonifacino, J. S.
Develop. Cell 18, 425-436 (2010)

Spectroscopic and Thermodynamic Comparisons of Escherichia coli DNA Photolyase and Vibrio cholerae
Cryptochrome 1

Sokolowsky, K., Newton, M., Lucero, C., Wertheim, B., Freedman, J., Cortazar, F., Czochor, J., Schelvis, J. P. M., and
Gindt, Y. M.

J. Phys. Chem. B 114, 7121-7130 (2010}

Stabilization of the E* Form Turns Thrombin into an Anticoagulant
Bah, A, Carrell, C. J,, Chen, Z,, Gandhi, P. S., and Di Cerq, E.
J. Biol. Chem. 284, 20034-20040 (2009)

Structural and functional insights into 5’-ppp RNA pattern recognition by the innate immune receptor RIG-I

Wang, Y., Ludwig, J., Schuberth, C., Goldeck, M., Schlee, M., Li, H., Juranek, S., Sheng, G., Micura, R., Tuschl, T., Hartmann, G.,
and Patel, D. J.

Nature Struct. Mol. Biol. 17, 781-787 (2010)

Structural Basis for Targeting of Human RNA Helicase DDX3 by Poxvirus Protein K7
Oda, S. I, Schroder, M., and Khan, A. R.
Structure 17, 1528-1537 (2009)

Structural Basis for the Cooperative Interplay Between the Two Causative Gene Products of Combined Factor V and
Factor VIII Deficiency

Nishio, M., Kamiya, Y., Mizushima, T., Wakatsuki, S., Sasakawa, H., Yamamoto, K., Uchiyama, S., Noda, M., McKay, A. R,,
Fukui, K., Hauri, H. P., and Kato, K.

Proc. Nat. Acad. Sci. 107, 434-439 (2010)

Structural Basis for the Inhibition Mechanism of Human Cystathionine -Lyase, an Enzyme Responsible for the
Production of HzS

Sun, Q., Collins, R., Huang, S., Holmberg-Schiavone, L., Anand, G. S., Tan, C. H., van-den-Berg, S., Deng, L. W., Moore, P. K.,
Karlberg, T., and Sivaraman, J.

J. Biol. Chem. 284, 3076-3085 (2009)
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Structural Basis of Binding of P-body-associated Proteins GW182 and Ataxin-2 by the Mlle Domain of Poly(A)-binding
Protein

Kozlov, G., Safaee, N., Rosenauer, A., and Gehring, K.

J. Biol. Chem. 285, 13599-13606 (2010)

Structural Basis of Membrane-Targeting by the Dock180 Family of Rho-family Guanine Exchange Factors (RhoGEFs)
Premkumar, L., Bobkov, A. A, Patel, M., Jaroszewski, L, Bankston, L. A, Stec, B., Vuori, K., Cété J. F., and Liddington, R. C.
J. Biol. Chem. 285, 13211-13222 (2010)

Structural Insights into the Recognition Mechanism between an Antitumor Galectin AAL and the Thomsen-
Friedenreich Antigen

Feng, L., Sun, H., Zhang, Y., Li, D. F., and Wang, D. C.

FASEB J. E-pub June 7 2010 (2010)

Structural Studies of Pterin-Based Inhibitors of Dihydropteroate Synthase
Hevener, K. E., Yun, M. K., Qi, J., Kerr, I. D., Babaoglu, K., Hurdle, J. G., Balakrishna, K., White S. W., and Lee, R. E.
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